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Figure | Nomenclature for loops and N-/C-terminal
loops of adrenergic receptors (a) Crystal structure
of Rhodopshin. (b) Numbers are assigned from N-
to C-terminal to each extracellular loop (ec,—ec,),
intracellular loop (ic,—ic;), and transmembrane
region (TMI-TM7). Transmembrane regions are
indicated as syringes in the biological membrane.
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Figure 2 Boxplot for the lengths of N-/C-
tail, intracellular (icl-ic3), and extracellular

(ecl-ec3) loops.
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Figure 3  Scatter plot of adrenergic
receptors using the MDS method. Black:
adrenergic al receptors, Red: adrenergic
02 receptors, Green: adrenergic J3
receptors.
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